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The Chromosome as a Polymer Blot




Chromosome Geography @ Caltech

Fic. 64. Scheme to illustrate a method of crossing ove
the chromosomes.
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Multicolor FISH Experiment
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Figure 1

http://www.microscopyu.com/articles/fluorescence/insitu/brennerinsitu.html



Schemes for Mapping Chromosome
Geography

(vitai et al 2005



ARS1413 in G1 phase

Gasser, Science 2002
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Quantifying the Geography
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Quantifying the Geography
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The Immune System
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Chromosome Geograp
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Models for Chromosome Segregation

(a) Slow-growing Escherichia coli and Bacillus subtilis  (b) Sporulating Bacillus subtilis (¢) Caulobacter crescentus
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